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What is OpenBiodiv?
OpenBiodiv is the very first Resource Description 
Framework (RDF)-based semantic knowledge graph 
database for biodiversity.

It offers a free-to-use and no-registration-required 
portal to browse and locate relevant and linked biodi-
versity data from a vast number of publications. 

Using RDF, OpenBiodiv allows for much more in-depth 
exploration of this data, compared to alternative meth-
ods. As a result, OpenBiodiv exposes ‘hidden’ links be-
tween data items across published content. 

Who is OpenBiodiv for?
OpenBiodiv is targeted at researchers seeking to ex-
plore biodiversity publications in context through 
in-depth bibliographic exploration of various types of 
biodiversity data (i.e. taxon names, taxonomic treat-
ments, sequences, figures, tables, collections, persons 
and more).

For users with knowledge in SPARQL and RDF, 
OpenBiodiv provides additional opportunities to run 
complex open-ended queries and produce finely re-
fined results.

What data is in OpenBiodiv?
OpenBiodiv is a graph database of biodiversity knowl-
edge extracted from the scientific literature. OpenBio-
div indexes full-text articles published by Pensoft and 
taxonomic treatments extracted by Plazi from over 60 
additional journals. Then, it converts them to RDF to 
build an Open Biodiversity Knowledge Management 
System (OBKMS).

As of the moment of writing, the knowledge graph con-
tains data from over 30,000 biodiversity articles, includ-
ing nearly a million taxon names, more than 130,000 se-
quences, 240,000 authors and much more.

Thanks to the data publishing and text mining work-
flows developed by Pensoft and Plazi, the biodiversity 
data in OpenBiodiv is growing daily.

What does OpenBiodiv do?
OpenBiodiv runs in-depth searches of published 
biodiversity data to identify the papers and sections 
within them, which are most relevant to the question 
of the user. Beyond pointing users to a relevant paper, 
it also gives information and re-directs the user to the 
accurate place within the original article, where the 
related data item has been mentioned. 
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What challenges does 
OpenBiodiv address? 
In their studies, biodiversity researchers need to use 
and refer to extensive and diverse biodiversity data, 
e.g. taxon names, treatments, collections, authorities, 
genetic sequences, tables, images, etc. However, this 
data is typically scattered across a vast number of arti-
cles or belong to dissociated databases. 

OpenBiodiv brings all those data types together and 
provides semantic enhancements to them, making 
them FAIR, easily findable and re-usable.

Four ways to query  
OpenBiodiv

General SPARQL-based semantic search

User apps for in-depth literature exploration 
(based on Elasticsearch)

SPARQL endpoint & sample SPARQL queries

RESTful API

Type of questions you can ‘ask’ OpenBiodiv via SPARQL
Which publications contain treatments of the beetle genus Carabus?

Which publications about the plant genus Ambrosia are published by author X and/or author Y?

Which publications provide treatments of specimens kept at the National Museum of Natural Sciences in Madrid?
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